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Select 
page

Your 
Mark Q3 Mark scheme

(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)

QHIGH
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(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)
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(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)

QMID
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(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)
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(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)

QLOW
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(a)(i) database(s) ;
computer (programs) / software ;
analysis of, data / biological information / sequences ;

A compare, genes / genomes 		                 [max 1]

(a)(ii) 1	 identify / recognise, gene(s) ; A find where genes are
2	predict, primary structure / amino acid sequences, of 

proteins ;
3	predict 3D structure of proteins ; A tertiary
4	 identify / predict, functions of proteins (from 3D structure) ;
5 ref. to drug to, bind with / block activity of / disrupt structure 

of, protein / enzyme ; A drug specific to protein I denature, 
protein / enzyme

6	drug prevents, transcription / expression, (of gene) ; I gene 
editing					                   [max 3]

(b)(i) cheaper ; A more economic(al)
faster / can try many different drugs in a short period of time ; 

A time-saving
can try out changes to, model / drug structure, to see if more 

effective ;
no need for, laboratories / equipment ; I uses less labour
(initially) no need for tests on, animals / humans ; A fewer 

ethical issues 		                   	                [max 3]

(b)(ii) functionality / to test that drug, actually works / is effective ;
	 A cannot assume predictions are correct I efficiency
safety ; A ref. to clinical trials / side effects
dosage ; A theoretical modelling will not give information on 

doses 
						                     [max 2] 

[Total: 10]

3(a)(i)

3(a)(ii)

3(b)(i)

3(b)(ii)
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